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ABSTRACT

Covid-19(Ref. WHO & ICMR web.) an epidemics primarily evolution point Wuhan the Republic of China detects
by mutations through bat & further transfusion through animal to human. Creating mass destruction of human life
and effected persons rapidely rising exponentially. Approx all countries of this planet effected by this virus.
Suggest approx lock down in many country by local and central government now a days. The number of labs from
Many countries involved scientists suggests to invent vaccine to prevent this epidemics virus .It is undermining
to detects and target the virus by using bioengineering imaging techniques like chest radiography, computerized
tomography (CT) scan, positron emission tomography (PET). RT-PCR technique is being used worldwide to
detect COVIDI19. My aim is to detects the virus snatch effected persons in between normal circumstances to
prevent towards spreading the virus.

1. INTRODUCTION
The original image in natural color and the result of RXD in shades of gray open in the display and are relatively
linked. Bright pixels in the output image represent destinations that are clearly different from the image
background. It was selected to suppress vegetation anomalies, use the Anomaly View drop-down list to switch
between RDX results and vegetation suppression results.

Detecting anomalies provides a way to find destinations that differ from the background. ENVI uses a reading-
detector (RXD) detector algorithm to isolate and remove targets that are clearly different from the image
background.

Biologically, chest X-rays are not recommended as first-line imaging in the absence of COVID-19 sensitivity,
especially in the early stages of infection. Computed tomography of the breast (CT imaging) has been reported as
amore reliable, practical, and faster method for diagnosing COVID-19, and it can report the severity of the disease
and track disease time. While portable ultrasound has no radiation, it can be used to assess cardiac respiratory
disorders in critically ill patients, to guide mechanical ventilation and to detect the presence of deep vein
thrombosis and secondary pulmonary thromboembolism. he. Complementary information can be provided by
positron emission tomography (PET / CT).COVID-19 in the absence of vaccines and treatment for diagnosis and
appropriate treatment. Therefore, it is important to take advantage of different imaging methods in the fight against
COVID-19. Suspicious cases are approved based on positive real-time detection of fluorescent RT-PCR or
detection of the presence of coronovirus nucleic acids with a viral gene sequence, most convenient for new
viruses.[10]

RT-PCR is recognized as criterion standard for the molecular diagnosis of COVID-19, but it produces lots of
false-negative results. In the detection of COVID-19 infection, lower-respiratory tract samples have very high
diagnostic value than upper-respiratory tract samples, but lower-respiratory tract sampling like using alveolar
lavage fluid is difficult. Sampling errors and low viral load limit the accuracy of RT-PCR . It is time-consuming
and a shortage of viral testing kits due to the epidemic also limit the application of RT-PCR

2. THRESHOLD
Alternatively, select a border to divide the image into non-uniform and contrasting areas. The threshold is kept
low in this experiment to reduce false positive results without leaving real gaps. Also to select different options
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in the bar dotted in the histogram window or to enter a value in the field at the top of the histogram window. Using
several options such as smoothing, blending and auto flicker to check and compare this result with the input image.

Input file
Select the input file, which should be an EM file in any format that might be readable by ENVI. Alternatively,
manipulate part of the scene or select a subgroup.

Output rootname
By default, the output files are stored in the same directory and the same root name is used for each input file
extension. The output files are combined with a unique extension indicating the processing results.

Anomaly detection parameters

Many times the suppression of vegetation or water content allows for discrepancies and its check boxes contain
repressed gaps in RDX results. It is recommended to use this option when vegetation or water content are a minor
component in the image.

Phenomena

The main objective to target the virus from its EM scale carried-out by image processing tech.to detects the novel
virus after magnifying its original order. The multiple steps chosen to target the cells in between matured and
premature cell. Temperature based detection & spherical modeling implied in multiple no.of order in its base
composition to generate fcc composition. This clear visibility under different stats of threshold introduced so as
to introduce a single cell out of millions.

(Data Source:Base EM image from Peter Doherty Institute for Infection & Immunity through google search
engine,Additional data analyses were done using ENVI 5.1(Exelis Visual Information Solution, Boulder,
Colorado))

Figure.1.A normal EM snapshot under fcc of novel corona virus layer.
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(Data Source: Base EM image from Peter Doherty Instltute for Infectron & Immunrty through google search
engine, Additional data analyses were done using ENVI 5.1(Exelis Visual Information Solution, Boulder,
Colorado))

Figure. 2. Detected corona virus cell in different composition indifferent windows in multiple times of its EM detected cell

3. CONCLUSION
As targeting the novel covid-19(Ref. WHO & ICMR web.) by imaging tech. over but according to research point
of view about novel corona virus undermine & research in progress.
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